Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.004 Å; R factor = 0.074; wR factor = 0.219; data-to-parameter ratio = 11.8.
The asymmetric unit of the potential mono-Schiff base ligand title compound, C 13 H 10 N 4 , contains two crystallographically independent molecules, A and B. In molecule A, the two rings are twisted from each other by 13.90 (18) . By contrast, the dihedral angle between the two rings in molecule B is 0.67 (19) . In the crystal structure, molecules are linked through intermolecular N-HÁ Á ÁN interactions via R 4 4 (32) motifs, forming two-dimensional arrays. The short distances between the centroids of the six-membered rings indicate the existence ofinteractions [centroid-centroid distances = 3.6880 (17)-3.7466 (15) Å ].
Related literature
For details of hydrogen-bond motifs, see: Bernstein et al. (1995) . For related structures, see: Li et al. (2005) ; Bomfim et al. (2005) ; Glidewell et al. (2005 Glidewell et al. ( , 2006 ; Sun et al. (2004) ; Fun et al. (2008) .
Experimental
Crystal data C 13 H 10 N 4 M r = 222.25 Monoclinic, P2 1 =c a = 13.5560 (8) Å b = 12.3000 (7) Å c = 15.7514 (8) Å = 124.651 (2) V = 2160.5 (2) Å 3 Z = 8
Mo K radiation = 0.09 mm À1 T = 100.0 (1) K 0.45 Â 0.09 Â 0.07 mm
Data collection
Bruker SMART APEXII CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2005) T min = 0.962, T max = 0.994 18251 measured reflections 3810 independent reflections 2372 reflections with I > 2(I) R int = 0.060 Refinement R[F 2 > 2(F 2 )] = 0.074 wR(F 2 ) = 0.219 S = 1.03 3810 reflections 323 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.63 e Å À3 Á min = À0.29 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). (2) Symmetry codes: (i) x; y À 1; z; (ii) Àx þ 2; Ày; Àz þ 1; (iii) Àx þ 1; Ày; Àz þ 1.
Data collection: APEX2 (Bruker, 2005) ; cell refinement: APEX2; data reduction: SAINT (Bruker, 2005) ; program(s) used to solve structure: SIR2004 (Burla et al., 2003) ; program(s) used to refine structure: SHELXTL (Sheldrick, 2008) ; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2003 benzaldehydes have been reported previously (Li et al., 2005; Bomfim et al., 2005; Glidewell et al., 2005 Glidewell et al., , 2006 Sun et al., 2004; Fun et al., 2008) .
Each imino (C ═N) functional group is co-planar with the adjacent benzene ring in (I), Fig Table 1 . The short distances between the centroids of the six-membered rings prove the existence of π-π interactions [Cg1···Cg4 i = 3.7466 (15) Å, (i) x, 1/2 -y, -1/2 + z; Cg2···Cg3 i = 3.6894 (14) Å; Cg3···Cg4 ii , (ii) 1 -x,-y, 1 -z; Cg1, Cg2, Cg3, and Cg4 are the centroids of the N1A/C1A-C5A, C7A-C12A, N1B/C1B-C5B, and C7B-C12B rings, respectively.
Experimental
The synthetic method has been described earlier (Fun et al., 2008) . Single crystals suitable for X-ray diffraction were obtained by evaporation of an ethanol solution of (I) held at room temperature.
Refinement
The hydrogen atoms of the amino groups were located from the difference Fourier map and refined freely. The remaining hydrogen atoms were positioned geometrically and refined using a riding model with C-H = 0.93 Å, and with U iso (H) = 1.2 U eq (H). Fig. 1 . The molecular structure of (I) with atom labels and 50% displacement ellipsoids for non-H atoms. (4) 165 (3) N3A-H1NA···N1B ii 0.89 (4) 2.33 (5) 3.080 (4) 143 (4) N3B-H2NB···N1A iii 0.89 (4) 2.42 (4) 3.112 (4) 136 (4) N3B-H1NB···N4B i 0.90 (4) 2.36 (4) 3.220 (4) 
Figures

